Supplementary Table 4. Synonymous (πS) and nonsynonymous (πN) nucleotide diversity in six genes of H1N1 (2009).

	Gene
	No. of sequences
	πS ± S.E.
	πN ± S.E.

	PB1
	
	0.0057 ± 0.0007**††
	0.0016 ± 0.0002

	PB2
	
	0.0054 ± 0.0011*††
	0.0016 ± 0.0001

	PA
	
	0.0043 ± 0.0004**†††
	0.0018 ± 0.0002

	NP
	
	0.0069 ± 0.0019*
	0.0025 ± 0.0005

	NS1
	
	0.0021± 0.005
	0.0056 ± 0.0009***††

	M1
	
	0.0080 ± 0.0037
	0.0039 ± 0.0006*†

	M2
	
	0.0053 ± 0.0030
	0.0084 ± 0.0014***†††


Tests of the hypothesis that πS or πN equals the corresponding value in HA (Table 1): * P < 0.05; ** P < 0.01; *** P < 0.001.   Tests of the hypothesis that πS or πN equals the corresponding value in HA (Table 1): † P < 0.05; †† P < 0.01; ††† P < 0.001.   

